Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.053; wR factor = 0.124; data-to-parameter ratio = 18.0.
In the title compound, [CoCl 2 (C 26 H 18 N 4 )] n , the Co II atom (site symmetry 2) is tetrahedrally coordinated by two chloride ions and two N atoms from 4,4 0 -bis(benzimidazol-1-yl)biphenyl ligands: the complete ligand is generated by crystallographic twofold symmetry. The dihedral angle between the benzene rings is 34.67 (8) and the angle between the benene ring and the adjacent benzimidazole ring system is 43.26 (10) . The bridging ligand links the Co II atoms into chains propagating in [101] . 
Related literature

Experimental
Crystal data [CoCl 2 (C 26 
Comment
Benzimidazole has been well used in crystal engineering, and a large number of benzimidazole-containing flexible ligands have been extensively studied (Su et al.,2003; Jin et al.,2006) . However, to our knowledge, the research on benzimidazole ligands bearing rigid spacers is still less developed (Li et al.,2009 ).
Single-crystal X-ray diffraction analysis reveals that the title compound (I) crystallizes in the monoclinic space group C2/c. The geometry of the Co II ion is surrounded by two benzoiimidazole rings of distinct L ligands and two chlorine anions, which illustrates a slightly distorted tetrahedral coordination environment ( Fig. 1) . Notably, as shown in Fig. 2 , the four-coordinated Co II center is bridged by the linear ligand L to form an infinite one-dimensional architecture. The dihedral angle between the biphenyl rings is 34.67 (8)°.
Experimental
A mixture of CH 3 OH and CHCl 3 (1:1, 8 ml), as a buffer layer, was carefully layered over a solution of 4,4'-Bis(benzimidazol-1-yl)terphenyl (L, 0.06 mmol) in CHCl 3 (6 ml). Then a solution of CoCl 2 (0.06 mmol) in CH 3 OH (6 ml) was layered over the buffer layer, and the resultant reaction was left to stand at room temperature. After ca three weeks, blue block single crystals appeared at the boundary. Yield: ~40% (based on L).
Refinement
C-bound H atoms were positioned geometrically and refined in the riding-model approximation, with C-H = 0.93Å and U iso (H) = 1.2Ueq.
Figures Fig. 1 . The molecular structure of (I). Displacement ellipsoids are drawn at the 30% probability level and H atoms are shown as small spheres of arbitrary radius. Atoms with suffix A are generated by (-x, y, 3/2-z). 
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